Supplemental figure S2.

Splice signals in SKI7/HBS1 genes from Saccharomycetales

species 5'ss proximal bp |proximal 3'ss [distal bp distal 3'ss
pre-WGD Saccharomycetaceae

Lachancea thermotolerans GUAUGU [(UAUUAAC |(UAG UACUAAC |CAG
Lachancea waltii GUAUGU |UAUUAAC |UAG UACUAAC |CAG
Lachancea kluyveri GUAUGU |UAUUAAC |CAG UCCUAAC |UAG
Kluyveromyces lactis GUAUGU |GACUAAC |CAG UACUAAC |[CAG
Zygosaccharomyces rouxii GUAUGU |(UAUUAAC |(UAG UACUAAC |UAG
CTG clade:

CTG clade 1:

Debaromyces hansenii GUAUGU [(UCCUAAC |(CAG UACUAAC |UAG
Candida lusitaniae GUAUGU |GACUAAG |CAG UACUAAC |UAG
Candida guilliermondii GUAUGU |UUCCAAC |(UAG UACUAAC |AAG
CTG clade 2:

Candida albicans GUAUGU none detected UACUAAC |UAG
Candida dubliniensis GUAUGU none detected UACUAAU |UAG
Candida tropicalis GUACGU none detected UACUAAC |UAG
Candida parapsilosis GUACGU none detected UACUAAC |UAG
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